Fig. S1: URGT2 expression in Planta
q-RT-PCR analysis of URGT2 expression in Arabidopsis organs and during siliques development.
The timing of growth development is indicated in days for plant organs and in days after pollination (DAP) for developing seeds. The level of expression was calculated relative to the EF1α and UBC9 for roost, stems, rosette leaves and flowers. For developing siliques, the expression is calculated relative to EF1αA4 and a seed specific reference gene (At4g12590). Error bars represent SE values from 3 biological replicates (n=9). These results show that URGT2 is highly expressed in rosettes leaves and in 8 DAP during seed development.
Fig. S2: urgt2-2 mutant line exhibits a defect in mucilage production
(A) Measurement of galacturonic acid levels in soluble mucilage and in the adherent mucilage fractions. Error bars represent SE (n = 12) of three biological replicates. Asterisk indicates significant difference from the wild-type using the t-test, p<0.05.
(B) Rhamnogalacturonan-I (RG-I) labeling in adherent mucilage from wild-type seeds and the urgt2-2 mutant line. Confocal microscopy optical section reconstruction of AM released from imbibed seeds. INRA RU1 antibody (green) was used to label RG-I epitopes, and calcofluor white was used to detect b-1,4-glucans (purple). Scale bar = 100 µm. NSTs gene expression levels were obtained from the eFP Browser (Le et al., 2010; Winter et al., 2007) . UUAT2 and UXT1 gene expression data were not available in the database. UUAT1, UUAT3
and UAFT2 are the most expressed genes in the seed coat during mucilage synthesis, which occur at linear cotyledon stage. To analyze monosaccharide composition, a water and sonication extractions were used to obtain the soluble (SM) and adherent (AM) mucilage, respectively. Sugar content was quantified using HPAEC-PAD from SM, AM and naked seeds. Values are in mg/g of dry seeds for mucilage layers and in mg/g of AIR for naked seeds. Means were calculated with data from three biological replicates. Standard errors are shown in parentheses for two technical replicates each. Asterisks indicate significant statistical differences using Wilcoxon test (* p< 0.05; ** p < 0.01, *** p<0.001). 
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